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File Manager
Upload File from your computer

Text2file copy the content in the
text area to file

tar add files to archive

Tools X untar extract files from archive

search tools [x)

File Manage:

Tentative AT Analyzer
OneWayOptimizationPCA
analyses and plot

Tentative AI Analyz:
GetDataFromPublicDB
Sequences analyzer

T T

Abao's research

miscellaneous tools

BLAST — 2
= FastaQContig make contigs
ame using forward and reverse
NCBI Tools fastaq sequences
Workflows Assign Segs into samples
assign Segs into Sampels
= All workflows

based on primer and barcode
sequences.

Taxonomic OTU reporter
generating TOR based on
fasta sequences(No barcode
and primer regions,proper
names:Sample_(one letter for
replicate)numbers e.g.
Org_al179.

Meta Data Manager
Check data frame :data frame
with different number of
elements cause problems in
the following analysis. Here
we kick off those problematic
lines.

Select Taxonomic groups from
the data frame

Delete Columns From a data
frame.

ListSamples in a data frame

Based on Sampl
Defined levels of Factors.

Rename samples in a data

frame

Select Samples of defined
factors from data frame

Select samples based on
sample list from data frame

Dominat Taxa which is
present in the current
taxonomic OTU report

Select Fasta sequences from a
file

— Galaxy F M E S RFMIE/E1HER

( — ) File Manager-—--£4#E#/Y L (%

Meta Diversity Analyzer

Count taxnomic numbers
based on a a taxnomic otu
reporter

Sum up Tax from the data
frame

Calculate bray curtis based on
a data frame

UPGMA cluster analysis based
on a dist matrix

Permutation test to analyze
significant difference between
community composition based
on a pairwise distance matrix

Alpha Diversity of each
sample

Relative/Absolute abundance

of a data frame
Barplot of mean+sd tables.

Paired barplot of two data
frame or one data frame

One Way Multicomp using glm
model for binary data

Combine tables into a result
table.

IR EEAEB M ; upload file from your computer Fl text2file

Statistic image mark statistic
result in a manner of heatmap

style.

One Way Multicomp using
TukeyHSD tests

Heatmap analysis of selected
taxa(species)

BLAST analyses locally
NMMD based on a dist matrix
PCoA based on a dist matrix
RDA analyses and plot

PCA analyses and plot
PLSPM analyses and plot

SpearmanNet for analyze
microbial network

Correlations between
Taxonomic OTU reporter and
Environmental variables.

1, =i upload file from your computer , HILIN K EIFTREVIRIEIE | 1RIEHRIEE

EFiRE :



Download from web or upload from disk

Reqular  Composite j[{tl:_tﬁf}‘ﬁﬁﬁ)ﬁ: ){—f'\ﬁ,lt
close, F<HIiZ UL

HiE—: B XHHEE R e T FEERE,
startfi #7 0

A iistart, FFiH
Bolis

mir, B Ntabular
l Ji=: Fiiichooselocal file,
A i ST A e h e ST A

Type (set all): Auto-detect Q Genome (set all): unspecified (2) v

2 Choose local file (& Paste/Fetch data Pause Reset Q Close

2. =i Text2file copy the content in the text area to file , HIRUN T B ErRAVIR(E

1, RFHAEEEPINE

Text2file copy the content in the text area to file (Galaxy Version 0.1.0) - Options

Content

B w5 ZE R PR S BIHEAEPY ., S execute B AT

Attributes Convert Format  Datatype

Edit Attributes Attributes Convert Format Datatype Permissions
Name:
2059: Outfile @ x| EEmEsm
Outfile
Info: s 1 line wew: SRR fixtif Atabular
1850 bet, ZURE: 2 o -
’ ~ poren & || SGalaxyTaEER:
: 0 ? ® e
Annotation / Notes: dbnsfp.tabular

Add an annotation or notes to a dataset; an

Database/Build: | Z: E&Iﬁ:;@ﬁ ’ SF ﬁ.%&
unspecified (?) J * 'iF\ﬂlJ izx'ﬁ:

Save

( =) Meta data manager------3 _EfZHYEIRHITAIE CAME IR G55



SEENFHAENRRBXXH — MR B Rport X , NEEHR

domain, phylum, class, order. family, genus. oturef., t¥GREZMAVEIESIHE,

AT EBEERER , S0 T XA ER—EXHFHITRS,

R BARR A LHXBac.otu.report” B S B2 M FFHUR A |, 1AW EBIRHITETA.

TTEHFRIF,

BB EUIRE L ERVIRIE P B LHXBac.otu.report" X EEEE R |, fwSH 1, 4k

GZTRIPR

1, BEERMAFENFRERFELMBENABINFLER . £ meta data

manager FRIR T |, &£ select taxonomic groups from the data frame , 41 FEIFFr

7~ , taxonomic OUT report If1 B 1% £ [R 45 43 LHXBac.otu.report , E{th &40

TENRER (CEE NERLBERNMANSAZREBERNIEE ) | BEEE

£ 79 data frame selected taxonomic OUT reporter B4 , 4w = J9 56



Select Taxonomic groups from the data frame (Galaxy Version 0.1.0) - Options
Taxonomic OTU report
O | &4 | & | |1: LHXBac.otu.report -

Tax Rank

N\

1

Total Tax Rank
7
Data type
Text -
Tax name
Bacteria

‘| Seqs Numbers or Relative abundance

/\

Seq numbers -

2, WMEIEHITEGR

PR ENE | BERBM I ESAMESLEIRITAIRH , #1390 TIRCon_a ,

REBSMEMTLILE , SsRANAKRIZTME,

BGE ™XT XHER |, B-YRERRNERBEM , B IR NMERZEHEF

BN , Bz aER A rename samples , FEELE | (NTEHIBLR (txt X

J9 tabular , ¥#{ERE (—) -2) , 1%&$#E rename samples in a data frame , 41 FEFR

7~ data frame HEZE R E ¥  — 5 15 2l B9 data frame selected taxonomic OTU

reporter X {4 , tag: id tabular newid fEZEH1%E$E rename samples , 5215 execute f[§

M ERL R J9 New data frame I , RS 7 57 , WP IR BHEE D

H. New data frame X B E1R 3 5 BVIE .



Rename samples in a data frame (Galaxy Version 0.1.0)  Options
Data frame

[ | &1 | O | |356: Data frame Selected Taxonomic OTU reporter -
Tag: id tabular newid

O | 8 [ | |5: rename samples.bxt -

TODO: Fill in help.

3. BT RIERR list samples in a data frame , %1 N B 7=, OTU taxonomic report

EZRIEFE E— S AR new data frame X , HIREARE , =i execute ,

B MR J9 samples in the OTU report B , LS BRI TERZR I

B8 , AERRDH.

ListSamples in a data frame (Galaxy Version 0.1.0) -
OTU taxonomic report

A | &1 | OO ||57: New Data frame
Total Tax rank

7

4, BESERIZTNHERHETHIA , YICHEERFTRFENLE, £TXTX

HHIHFENSERIZT (REF@BMHEITSER) | INERBT R

T1RCon_a . T2Slow_a . T3ROrg b . T4SCon_c.... , i BH 3£ 3¢ B &

Org, Low, Con =MRGIE , T1, T2, T3, T4 MUARMFHE , R, SHMELR , ElL

Ett XEHEPRERMHILEER (RE—), T8, W XEFHNEHRES

BEXGPHFREN -, SWRALZIRA. % XT X TR A HE



ERM , LEETE , HERBIEALB, £F get one way experiment design ,

W FEFTR , £ samples listed in the first column.(list samples) {EZEHIEFE E—F

4 Ri A9 samples in the OUT report 344 , 7£ one line one factor, levels separated by

tabular EEZRFIEZRETHIEE R I.txt X4 , | execute , HMIBEN BT &R R F one

way experiment design f 3214,

GetOneWayExperimentDesign Based on Sample names and Defined levels of Factors. (Galaxy Version 0.1.0)  Options
Samples listed in the first column.(ListSamples)

O | ¢ | 0O ||1231: Samples in the OTU report -
One line one factor, levels seperated by tabular.

| & | O ||s: EEERm.oxt -
Minimum levels to Keep

2

4 RY Y one way experiment design X{FRIAB A :

1
11
23
4
25
21
20
10
18
3
9
22
14
19
16

- [
5

RV R B R T

-
N oW~

2 3 4 5

T3ROrg T3SOrg

TiSOrg T2SOrg T3S0rg T4S0rg

T4ROrg T4SOrg

T1SCon T2SCon T3SCon T4SCon

Ti1RLow T2RLow T3RLow T4RLow

T3SCon T3SLow T3SOrg

TiRLow Ti1SLow

TiSCon TiSLow T1SOrg

T2ROrg T2S0rg

TIRCon T1SCon

Ti1SLow T2SLow T3SLow T4SLow N A . . N .
T25Con T2SLow  T250rg 24 LU AR — AT I P
TIRCon TIRLow TIROrg =FeiHNEZ A ER
T2RCon T2RLow T2ROrg

TiROrg T2ROrg T3ROrg T4ROrg

T2RCon T2SCon

T45Con T4SLow T4SO0rg

T4RLow T4SLow

T2RLow  T2SLow

T4RCon T4SCon

TIROrg T1SOrg

TiRCon T2RCon T3RCon T4RCon

T3RCon T3SCon

T4RCon T4RLow T4ROrg

T3RCon T3RLow T3ROrg

T3RLow T3SLow



5. IRIFE LIAZERTHENERTBIREIZRBEF57%E , GIINBLLRAREELRE (R

MS)MESR , AN ELEMNFEERPRLAMBAEERENSA , BIRRES

BT : BT one way experiment design X , M EREEFI L ABIEL

1B 8 HI BN Excel P, WIE :

4 in] L
1 TiECon  T15Con
2 T1ELow T15Low
2 T1ROre T150rg
4 TERConn TZ28Con
0 TZRELow TZ25Low
6 TZ2R0rs T250rs
TT3ECon  T35Con
8 TaRLow  TaSLow
9 T3ROrs T350rs

10 T4RCon  T4ECon
11 T4RLow T45L ow
12 T4ROrzs T450rs

1EHE file manager FRIR T HY text 2 file , 1 LEIPHATEGIMEXERES , T

, i execute , BIAERLE J outfile BN , PRXHEHGRBNEENZF |

F{EIRIE , LEAEE AR J rhizosphere effect,

Text2file copy the content in the text area to file (Galaxy Version 0.1.0)

Content
1 TiRCon T1S5Con
2 TiRLow TiSLow
3 T1ROrg T150rg
4 TZRCon  T2S5Con
5 TZ2RLow  T2SLow

$& F 3R £ meta data manager HRIR T Y select samples of defined factors from



data frame , taxonomic OTU report iEZERERRZE 2 T4 A9 79 New data frame

IS4 |, list of factors to be selected HEZE H11%E 2 rhizosphere effect X4 , =6

execute , M AL JF9 selected OUT report on factors BB E , ZHBIBERE

DR2AMRIE EREERFIENRE, =8, KEERNE—IMEESSE , T

RE—WBIE. ZRERNSTES TRIRPIFR,

Select Samples of defined factors from data frame (Galaxy Version 0.1.0)  Options
Taxonomic OTU report

@ | & | O ||57: New Data frame -
List of factors to be selected

O | & | OO | | 1145: rhizosphereeffect -

6., THE—MRFEEFRBHBUREITHHRVIEE | BREMENIELREIE

RIBIRAAE TXT XA (—%3) , EREFEE , BBIHERE , 5587 different

period bulk soil, Zf5i%& % select samples based on sample list from data frame ,

W1 F B BT~ , taxonomic OTU report FiE 4w = 5 57 BY new data frame X 4

List of samples to be selected(in first column) R i%E#F different period bulk soil , &2

i , =ERL— taxonomic OTU report 3XfF, ZXFRFMERBEE R 7EDR

R N 28 5| YRR



Select samples based on sample list from data frame (Galaxy Version 0.1.0)
Taxonomic OTU report

| & | O | |57: Mew Data frame
Total Tax Ranks

7

List of samples to be selected(in frist column)

T L= R 1773: different period bulk soil.txt

7. ZIRRTEE—NTERWFIINGE , EFZ J/F4E BLAST ] heatmap HY
FIERBERUE, SEENFIRT OTURILERI , TBERFIIER |, tEFTI8Y
XHBH A rep_setfna , FH ELEEFEE , EMIR{EFN BLAST # heatmap BIH]
fERIE— iR,

( =) Meta diversity analyser-—--—-3f &I R RSB HI TS Mo i

1. Count taxnomic numbers based on a a taxnomic otu reporter , SHFiZ 1T H , &
F% T & , O TU Taxonomic reporter K& new data frame {4 , tax rank 1 E3E 6
(B) , &4 B Bar plot of numbers of tax BB , FELZ TR,

M, B, B BHWYE A MHBHWBF2EEAFIIEE.



Count taxnomic numbers based on a a taxnomic otu reporter (Galaxy Version 0.1.0)
OTU Taxonomic reporter

| € | OO || 57: New Data frame
Tax Rank

6

2. Calculate bray curtis based on a data frame , Sz 1T E , N FTEIFIR,

4% new data frame X , EMiREART , sEfiat , °J1S52]R 7 bray curtis

distance BT REEBLER |, X R/FEE UPGMA, NMMD F 5 HTHYIRX 4,

Calculate bray curtis based on a data frame (Gala>xy Versiom O_.L1._.0)
Data frame

™= (= = 57 : Mew Data frame
Tax Rank

s

MaxTax Rank

7

scaladOrMot

By Colurmin

3. UPGMA cluster analysis based on a dist matrix , Z T EFE2ETHKIES ,
SEREE, REZITE , ITEMRR, -9 E LS EMRME R bray
curtis distance R34 , B4 AL 79 UPGMA cluster BIEREE |, FIIRIEZEIR

NMAEAIE B M ERE RS E R,



UPGMA cluster analysis based on a dist matrix (Galaxy Version 0.1.0)
Dist matrix

M| ¢ o ||2061: Bray Curtis Distance

4. Alpha Diversity of each sample , 1% T B &7 new data frame & , it &Lt
WHIALIR MY a S , T EAE chaol EEEFMYSEREK. WWTHE , F—
{TIE$E new data frame X4 , BMI4ERL R S Alpha diversity index BSZ4 |, 1304

BET/AMERWEEE |, PIELELM EMATT 9, SHlIENAEIRE.,

Alpha Diversity of each sample (Galaxy Version 0.1.0)
observed Species

Taxonomic OTU report Chaol
b | & 0[O  |57: New Data frame ACE
_ Shannon
Number of Taxonomic rank of the report T g pre—
7 Fielous Eveness

5. TR RERHNARBREFHIEER 27 , £ one way multicomp using glm
model for binary data , OUT reporter EZEHIERE ( =) -5 FEEIAIR B selected
OUT report on factors BY4HESE |, ILANEE—= , W1 T ELL B FRES LR N E
EE =1 dataset collection , LR RAA ] R RHBIBRAR. "TRIESINE
E QT tax rank to test, =iy execute , FMAERL R 9 statistic results (mean + sd)

significant symbols FEXIESE |, LEEIRE BIE Lk 5 HEIETE glm SITREL TR it



HREINBKENMENNESR , Al THERERBEZZRNMEEE,

One Way Multicomp using glm model for binary data (Galaxy Version 0.1.0)  Options
OTU reporter__
0| ' © | |)1146: Selected OTU report on factors -

— &% This is a batch mode input field. Separate jobs will be triggered for each dataset selection.
Tax Rank to test

¥
Total Tax rank
7

6. 1E T RiEE combine tables of oneway glm tables (one way glm multicomp) into

results tables , 41 FEFT7= , £ 1 : statistic results fEZEFIEIE— N E—F2 P 1E5E|

1Y statistic results (mean + sd) significant symbols 23 , fiEfg S5 4L B Y insert

statistic results FOXMAPMEFTBZAESHIRIE, LPHBEMNRAESHEREER

4 statistic results (mean + sd) significant symbols £{3&.

Combine tables of oneway glm tables(OneWayGLMMulticomp) into result tables (Galaxy Version 0.1.0)

Statistic results
1: Statistic results

Statistic results(mean+sd) significant symbals
| & | O ||1213: VIP variables

=+ Insert Statistic results

Combine tables of oneway glm tables{OneWayGLMMulticomp) into result tables (Galaxy Version 0.1.0) - Options

Statistic results
1: Statistic results ]
Statistic results(mean+sd) significant symbols
| ea | O 1170: Statistic results(mean+sd)significant symbols A
2: Statistic results |
Statistic results(mean+sd) significant symbols

O | O 1169: Statistic results(mean+sd)significant symbols -

H 45L& 7 combined statistic table BIXF , FEZXFIHBFFRIAF (%



BETL T2, T3, TAXRMEHHF) . FERIGATERIEES , B tex2 file copy the

content in the text area to file #2228 N , 1 F B,

Text2file copy the content in the text area to file (Galaxy Version 0.1.0) - Options

Content

T1ROrg TiS0rg TiRLow Ti1SLow T1RCon TiSCon T2ROrg T250rg T2RCon T25Con T2RLow  T2SLow
T3ROrg T350rg T3RLow T3SLow T3RCon T35Con T4ROrg T450rg T4RLow  T4SLow  T4RCon
T45Con

Bacteria Actinobacteria Acidimicrobiia Acidimicrobiales Iamiaceae Iamia 0 0 0 0 0 0 0 0 0
] 0.1+0a 0.1+0.2b 0 0 0 1} 0 0 0 ] 0 0 0 ]

Doctoric Actimohoctorio  Actioobockboria  Actinacocccbaloc Miccabockaciaonoa Aoromounoof A0 b 0T 0 (o 0A L0

FIEE R G = 5 execute , HMBEITE R — N1 outfile , HEEGHGRB D

rhizosphere genus ([fi{f4 3) , ERER AT HITRER K EKFLHE,

7. FEF3REF Statistic image mark statistic result in a manner of heatmap style

BESHBIEERMEMEMMER , W0 FEFT/R : Statistic result with

significant marker fEZE & £ — 5 4R AY rhizosphere genus X & , BEigE AR

T, S5 execute , HIMILERY R J statistic heatmap BYBEIRZ X4

Statistic image mark statistic result in a manner of heatmap style. (Galaxy Version 0.1.0) - Options
Statistic result with significant marker

[ | 4  © | |1174: RhzisphereGenus -
Column number of Taxa rank(Species labelings)

6
How to labeling the species

Only Last taxa included -

statistic heatmap B/~ : A[iRIBZEIE MBI D T AR LB B)FEARE 57 3K FE E/Y

B FEHNER,



oOo===CccoomECc==zoo==CcCcomp==cC
— OO0 =00 = OO = = o Ne]
clohfuislslolololohiloloiulolslolohfulols] At
FFFFFF AN MMM MMM <t < <F < <F < $f§
T A A A e e e N [

llllllllllllllllllllllll

HERECONENRERONERCONEREWACCD  Arthrobacter
0000000000RE000000000800 r1amia
CO0O00RE00HO00E000800M00E - Alicyclobacillus
BERECCRERCRORCOROREOROmERE FBacillus
O0000RERE0O0OB0O0080C0OC0 - Brevibacillus
HERECCNENERONEONCONEONENACC - Paenibacillus
BEERECOREREOOOOO0O0O0O0000 F sporosarcina
O000OONEREDOOODOO0DO00OGA  § ureibacillus

8. 1E1E tentative Al analyzer iR IR T BY One Way Optimization PCA analyses and

plot , EH Taxonomic OTU reporter FEZE 1% E new data frame X {& , B 0] 1R

BN TFEELDE tax rank to test , s execute , /MR R A PCA plot BIEIFZ XX

o

OneWayOptimizationPCA analyses and plot (Galaxy Version 0.1.0)
Taxonomic OTU reporter

3| €4 | OO || 57: New Data frame
Total Taxonomic rank

7

Taxonomic rank to analyze

7

9. NMMD based on a dist matrix 1 PCoA based on a dist matrix , XN TEIVLE

REBREBRZMEMREELSM , ANMMD B, BT HIXHAEZ bray Curtis

distance Xf§ , B2 AERIBWIFMCHNERmM , —MRINEEMRMWER

ERAE  Z—MRNAEARMERBEXNXE , XTFZXGMEKRNIR



AN TENFATR, METERNBASMARNET , RIBZEX , &

XT XERIRE=T , B AEmBM , FEIARIRNKE , F=30EE

X1 , LEZEFEES , sampling labeling pch or cols FiEIFiZI I,

NMMD based on a dist matrix (Galaxy Version 0.1.0)

NMMD based on a dist matrix (Galaxy Version 0.1.0) Paliviia dlEtanca

Pairwise distance A & | O 1818: rhizosphere Bray Curtis Distance

) ) 1818: rhizosphere Bray Curtis Distance Points Decoration

Points Decoration

Sample labeling pch or cols
« Execute O A D

<br> sample labels file format: </br> <br> sampleid| pchs(number)| cols(number)| </br> <br>
pchs:21->Circular;22->Square; 23->Diamond; 24->Up TriAngle;25->Down TriAngle </br> <br> cols:1->Red;5->Yellow;6->light
green; 9->green;13->cyan;16->blue;23->Purple; </br>

1821: different period rhizosphere soil NMMD.txt

10, EB—1 T B PLSPM analyses and plot , £ Taxonomic OTU reporter fE52

1E$E new data frame X , EMMIRBW FEIFIR , BMESEREINXHE , —

B PLSPM Plot ( B4 ) , B —A1NB )9 VIP variables ( #U3ENXH) , Ltk B

MR F KRB,

PLSPM analyses and plot (Galaxy Version 0.1.0)
Taxonomic OTU reporter

O | & | O | |57: New Data frame
Total Taxonomic rank

7
Taxonomic rank to analyze

7
Scaled or not

TRUE
Mode of PLSPM

regression
Factor Source

data

11, B FREREFIEGIEFREINTE (£RBIEHRELSE] )



1% ¥ meta data manager R 3R T B9 Select Fasta sequences from a file , fasta
sequences HEZ2 AR 2 rep_set.fna X {4 , seq ids iEZRE AR £ PAREY VIP

variables 3 , ILtb35 B BRIk HiBEIFRIF Y.

Select Fasta sequences from a file (Galaxy Version 0.1.0)
Fasta sequences

3| & | OO ||1205: rep_set.fna
Seq ids

A | €4 | OO ||1178: VIP variables

= 7 execute , G M & pk B B selected sequence BY ST 4 , & 1F meta diversity
analyzer R 3R T~ BY BLAST analyses locally , 41 F Bl BT 7= , query #E 28 A%k 1%

selected sequence {4 , /M4 pE & Jo BLAST result BISZ 4

BLAST analyses locally (Galaxy Version 0.1.0) * Options
blast programe
BLASTN -
Database selected
RDPISO16S -
query
[ | €1 | O | |1206: Selected Sequences -

BLAST 53R 4NN, B—%J0 OTU X35 , B30 5 EAMFEIEIE,



1

509402

1084045
New.ReferenceOTU4053
553648

1128107

252249

577182

564412

688327

4332123

808847
New.Reference0TU1252
954381

563358

142371

805777
New.Reference0TU25720
New.Reference0TU14364
539866

4430429
Now ReferanraNTI11257272

2

92.2% Thiobacter_subterraneus(AB180657)
100.0% Bacillus_niacini(AB021194)

89.0% Zavarzinella_formosa(AM162406)
99.7% Pseudomonas_brassicacearum(EU3913
87.0% Syntrophus_gentianae(X85132)

87.2% Desulfonema_magnum(U45989)
89.0% Blastopirellula_marina(X62912)

93.6% Thauera_linaloolentis(AJ005816)
86.7% Gemmatimonas_aurantiaca(AB072735)
84.3% Megasphaera_sueciensis(DQ223729)
84.9% Aciditerrimonas_ferrireducens(AB5176¢
94.5% Ignavibacterium_album(AB478415)
99.1% Bacillus_infernus(U20385)

80.3% Roseiflexus_castenholzii(CP000804)
87.4% Longilinea_arvoryzae(AB243673)
82.7% Thermacetogenium_phaeum(AB02033€
89.2% Geminicoccus_roseus(AM403172)
88.2% Bellilinea_caldifistulae(AB243672)
89.0% Ectothiorhodospira_salini(FM244738)

93.3% Ohtaekwangia_kribbensis(GU117703)
RQ R% (vetnharter armeniaralNN7AR1NTY

}E T 3R 1E R Select Taxonomic groups from the data frame , %1 F B Ff 7R Taxonomic

OTU report HEZEHIEFE new data frame X4 , list of taxs HEZRHIIE R VIP variables

X, b2 BRI MATE BIEFIHIEL X OTU EHE , HMEMR A data

frame selected taxonomic out reporter B3 {4,

Select Taxonomic groups from the data frame (Galaxy Version 0.1.0)
Taxonomic OTU report

]| v | O 57: New Data frame
Tax Rank

7
Total Tax Rank

7 i
Data type

File

List of Taxs
| eh | O 1178: VIP variables

Seqs Numbers or Relative abundance

Relative abundance

& R 3Ri%& R Heatmap analysis of selected taxa(species) , 41 FE Fr7~ , data frame

for building heatmap HEZE & E— 4 Y data frame selected taxonomic out



reporter ( Z8 S x ) M {4 , OTU labels: first column OTU id ; second column: OTU

description #EZEHIEIRE BLAST result X & (wSy ) , AR RS heatmap on

data x and data y B9 E],

Heatmap analysis of selected taxa(species) (Galaxy Version 0.1.0)
Data type
165 or Similar
Data Source
Data frame for building heatmap
|E (") o 1209: Data frame Selected Taxonomic OTU reporter
Total Taxonomic rank
1
OTU labels: first column OTU id;second column:0OTU description

;| & | 1208: BLAST Result
Factor Source

data

12, EFREHESBEIEMRERNTE (5 BBIREMIRELZS] )

1% 3% PLSPM analyses and plot , 40 FEIFT7= , Taxonomic OTU reporter % 420

BIE , BMSEMSTLELLIER PLSPM Plot ( EIRZXX 4 ) # VIP variables ( 83X



&) , LE&b4E VIP variables &54& 9 rhizosphere VIP variables,

PLSPM analyses and plot (Galaxy Version 0.1.0)
Taxonomic OTU reporter

A | ¢ | T ||1814: rhizosphere Taxonomic OTU report
Total Taxonomic rank

7

Taxonomic rank to analyze
7

Scaled or not
TRUE

Mode of PLSPM
regression

Factor Source

data

F& T 3K 1% £ Select Fasta sequences from a file , fasta sequences HE 32 97 ik 3%
rep_set.fna 34 , seq ids fEZRHIER 54 R AY rhizosphere VIP variables 344 ,

L2 B B2 it th 53 4R B3R A P] BERY R IE R RI R 51,

Select Fasta sequences from a file (Galaxy Version 0.1.0)
Fasta sequences

B | ¢ | OO ||1205: rep_set.fna
Seq ids

A | &9  ©3 || 2013: rhizosphere VIP variables

55 execute , M4 R 9 rhizosphere selected sequence IS |, i meta



diversity analyzer hR¥R "~ B9 BLAST analyses locally , 41 F BT/~ , query iEZEHi%E

FE rhizosphere selected sequence & , B4 RY R J9 rhizosphere BLAST result B9

X5,

BLAST analyses locally {(Galaxy Version 0.1.0)
blast programe
BLASTN
Database selected
RDPISO165

query
B | &1 | OO || 2014: rhizosphere Selected Sequences

FE T 3R3i%E 2 Select Taxonomic groups from the data frame , %1 F BB /R Taxonomic
OTU report #EZ2 AR £ 53 LB BB XM |, list of taxs #E 42 AR 3 £ rhizosphere VIP
variables 324 , Lt HRIR M 7 HEIE R it HH X B2 OTU BVEUE , B R

77 data frame selected taxonomic out reporter B93Z{4F,



Select Taxonomic groups from the data frame (Galaxy Version 0.1.0)
Taxonomic OTU report

M| &q | OO 1814: rhizosphere Taxonomic OTU report
Tax Rank

7

Total Tax Rank
7

Data type
File
List of Taxs
M| €1 0O || 2013: rhizosphere VIP variables
Seqs Numbers or Relative abundance

Relative abundance

}E R 3Ri%& 1 Heatmap analysis of selected taxa(species) , 41 FE Fr/~ , data frame
for building heatmap MEZE & 1 £ — & 4 i AY rhizosphere data frame selected
taxonomic out reporter ( 455 2017 ) X , OTU labels: first column OTU id ;

second column: OTU description HEZ2H13% % rhizosphere BLAST result 3X {4 ( S
2016 ) , B4R J9 heatmap on data 2017 and data 2016 B9 E , ZME K

MNBFLR 5T LB EHERY OTU B F R ER.



Heatmap analysis of selected taxa(species) (Galaxy Version 0.1.0)

Data type

165 or Similar

Data Source
Data frame for building heatmap
= R 2017: rhizosphere Data frame Selected Taxonomic OTU reporter
Total Taxonomic rank

1

OTU labels: first column OTU id;second column:0TU description
M| ¢/  [O || 2016: rhizosphere BLAST Result
Factor Source

data

=, —EBRWNHEE

EXFME, FRINFEFIEERBRNATITRIER.

R R RARHE SR R T FISC i B W EIEETHE , BEHHENS
R AmEE-EEENEYMFERER.

XA EGRZ R T EMEMEA T HBAR S TRTIEEH
BRELR , ARXNZETECHEEMIINE , ElEMIRE.
AXRAFRTHASAMAIN—LSH IR, §—ETREHR
BFRE , MBXRFEYT R.



